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Sermorelin 86168-78-7

Report Number: 1002320 Formula: C149H246N44042S

Appearance: White Lyophilized Powder Mol Weight: ~3357.9 g/mol

Pubchem CID: 16129620

Qualitative and Quantitative chemical analysis by Ultra High Perfo
Chromatography with Mass Spectrometry

rmance Liquid

Research and Formulation Chemist

Al <t

Contact at: contact@horizonanalytical.com

validated analytical protocols to ensure accurate and reliable results. Thig nal¢srs9§°?ntended for
informational and research applications.

Compound Test: Sermorelin Sermorelin
Quantity: 5mg 4.71mg
Purity: >98% 99.27%
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Sermorelin (5mg) « Pubchem CID: 16129620
Ultra High Performance Liquid Chromatography (UPLC)
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