% «- Horizon Analytical

Lot Number:

Brand / Distributed by:

Identity:
Product Type:

Compound:

Report Number:

Appearance:

DPS-6373036
Direct Peptides
directpeptides.com
Lyophilized Vials

Retatrutide

1027644

White Lyophilized Powder

CAS:

Formula:

Mol Weight:

Certificate of Analysis

Analysis Date: 09/15/2026
Searchable via: horizonanalytical.com

2381089-83-2
C221H342N4606s

~4731g/mol

Pubchem CID: 171390338

Qualitative and Quantitative chemical analysis by Ultra High Performance Liquid
Chromatography with Mass Spectrometry

Identification: Retatrutide Retatrutide

Quantitation: 10mg 9.91mg
Purity: >98% 99.72%
2r (2) ELSD Signal
Range: 8
1 UPLC
6.000- (\J\
.5 4.000° ’\' Lﬁ\
4 } V\
2.000+
P V\"v |
0.000% o ‘ ‘ e |
-0.00 0.50 1.00 1.50 2.00 2.50 3.00 3.50 4.00
2r 3: Diode Array
Range: 1.139e+1
6.0
21;;?4 (3.249) Cm (459:469) 15765 2: MSSZBEEZ__, MS
1575.8(
1575.3
-l 1576.70
1575.0 1577.10
17.05 ota0s ©ist a0 ;ng:;_” 178593 495466
( 14516 536,07 383‘ 89 4740 557‘.41 n‘ ‘ ‘ wos0s | 193‘9 28
Ayl | | |
200 400 600 800 | 000 1200 b e o e
S ATE
Aleksey Yevtodiyenko PhD This purity analysis was conducted using UPLC/MS under standard labolkgtory con@ﬁ%ﬁs Il;awﬁ*ﬁd‘

Research and Formulation Chemist

Al <t

Contact at: contact@horizonanalytical.com

validated analytical protocols to ensure accurate and reliable results. Thig nal¢srs9§°?ntended for o
informational and research applications. N
o

e

M//VPEPS . USA??’?

Proudly Owned and Operated in the USA B


mailto:contact@horizonanalytical.com

5& Horizon Analytical Certificate of Analysis

Lot Number: DPS-6373036

Brand / Distributed by: Direct Peptides Analysis Date: 09/15/2026
Identity: directpeptides.com Searchable via: horizonanalytical.com
Product Type: Lyophilized Vials

Retatrutide (10mg) « Pubchem CID: 171390338
Ultra High Performance Liquid Chromatography (UPLC)
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